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RESULT 2 
AF116527 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



gene 
CDS 



AF116527 943 bp mRNA linear PLN 23-MAR-1999 

Arabidopsis thaliana cultivar Columbia MADS box protein FLOWERING 
LOCUS F (FLF) mRNA, complete cds . 
AF116527 

AF11652 7 . 1 GI : 44 69407 

Arabidopsis thaliana (thale cress) 
Arabidopsis thaliana 

Eukaryota; Viridiplantae; Streptophyta ; Embryophyta; Tracheophyta; 
Spermatophyta; Magnoliophyta; eudicotyledons ; core eudicotyledons; 
rosids; eurosids II; Brassicales ; Brassicaceae ; Arabidopsis. 

1 (bases 1 to 943) 

Sheldon, C.C. , Burn, J. E., Perez, P. P., Metzger,J., Edwards , J .A . , 
Peacock, W.J. and Dennis, E.S. 

The FLF MADS box gene: a repressor of flowering in Arabidopsis 
regulated by vernalization and methylation 
Plant Cell 11 (3), 445-458 (1999) 
10072403 

2 (bases 1 to 943) 
Sheldon, C.C. 
Direct Submission 

Submitted (22 -DEC- 1998 ) Plant Industry, CSIRO, GPO Box 1600, 
Canberra, ACT 2600, Australia 

Location/Qualifiers 

1. .943 

/organism= "Arabidopsis thaliana" 

/mol_type= "mRNA" 

/ db_xr e f = " t axon : 3 7 0 2 " 

/ chromosome= " 5 " 

/map="4 cM from RFLP marker 447" 

/ecotype= "Columbia" 

1. .943 

/gene="FLF" 

110. .700 

/gene="FLF" 

/function= "putative transcription factor" 
/ codon_s t a r t = 1 

/product = "MADS box protein FLOWERING LOCUS F" 
/protein_id="AAD21248 .1" 
/db_xref ="GI :4469408" 

/ 1 rans lat ion= " MGRKKLE I KRI ENKSSRQVTFSKRRNGLI EKARQLSVLCDASVA 
LLWSASGKLYSFSSGDNLVKILDRYGKQHADDLKALDHQSKALNYGSHYELLELVDS 
KLVGSNVKNVSIDALVQLEEHLETALSVTRAKKTELMLKLVENLKEKEKMLKEENQVL 
ASQMENNHHVGAEAEMEMS PAGQI SDNLPVTLPLLN " 



ORIGIN 



Query Match 100.0%; Score 943; DB 4; Length 943; 

Best Local Similarity 100.0%; Pred. No. 5.9e-283; 

Matches 943; Conservative 0; Mismatches 0; Indels 0; 



Gaps 



Qy 

Db 

Qy 

Db 

Qy 



61 



0; 



1 CGAGAAAAGGAAAAAAAAAAATAGAAAGAGAAAACGCTTAGTATCTCCGGCGACTTGAAC 

MMIIIMMIII IMIIIIIIIIIIMIIIIIIIIIIII IIIIIIIIIIIIIIMM 

1 CGAGAAAAGGAAAAAAAAAAATAGAAAGAGAAAACGCTTAGTATCTCCGGCGACTTGAAC 



60 



60 



120 



CCAAACCTGAGGATCAAATTAGGGCACAAAGCCCTCTCGGAGAGAAGCCATGGGAAGAAA 

MIIIIIIMIIIMIIIIIIMIIIIIIIIIII MINIM MIIIIIIIIIIIMMI 

61 CCAAACCTGAGGATCAAATTAGGGCACAAAGCCCTCTCGGAGAGAAGCCATGGGAAGAAA 12 0 
121 AAAACTAGAAATCAAGCGAATTGAGAACAAAAGTAGCCGACAAGTCACCTTCTCCAAACG 18 0 
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Qy 
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Db 


181 


Qy 


241 


Db 


241 


Qy 


301 


Db 


301 


Qy 


361 


Db 


361 


Qy 


421 


Db 


421 


Qy 


481 


Db 


481 


Qy 


541 


Db 


541 


Qy 


601 


Db 


601 


Qy 


661 


Db 


661 


Qy 


721 


Db 


721 


Qy 


781 


Db 


781 


Qy 


841 


Db 


841 


Qy 


901 


Db 


901 



I II II 1 1 II 1 1 Ml 1 1 1 1 II 1 1 II 1 1 1 1 II II II 1 1 II II 1 1 II II II 1 1 M 1 1 1 1 

AAAACTAGAAATCAAGCGAATTGAGAACAAAAGTAGCCGACAAGTCACCTTCTCCAAACG 18 0 
TCGCAACGGTCTCATCGAGAAAGCTCGTCAGCTTTCTGTTCTCTGTGACGCATCCGTCGC 24 0 

I II II 1 1 II 1 1 1 II II 1 1 1 1 II I 1 1 Ml I II II 1 1 II II II 1 1 II II 1 1 1 1 M 1 1 1 1 1 

TCGCAACGGTCTCATCGAGAAAGCTCGTCAGCTTTCTGTTCTCTGTGACGCATCCGTCGC 24 0 
TCTTCTCGTCGTCTCCGCCTCCGGCAAGCTCTACAGCTTCTCCTCCGGCGATAACCTGGT 300 

; 1 1 1 II II II 1 1 1 1 1 1 1 1 1 1 Ml III. I II 1 1 1 1 1 M 1 1 1 1 1 1 II I II II M 1 1 1 i I 

TCTTCTCGTCGTCTCCGCCTCCGGCAAGCTCTACAGCTTCTCCTCCGGCGATAACCTGGT 300 
CAAGATCCTTGATCGATATGGGAAACAGCATGCTGATGATCTTAAAGCCTTGGATCATCA 3 60 

IIIIIIIIMM MIIIIIIMIIII MMIIIMI MIMIMMIMMIMMI 

CAAGATCCTTGATCGATATGGGAAACAGCATGCTGATGATCTTAAAGCCTTGGATCATCA 360 
GTCAAAAGCTCTGAACTATGGTTCACACTATGAGCTACTTGAACTTGTGGATAGCAAGCT 42 0 

IIIIIIIIIIIMIIIMI IMIMIMIIIIIIIIMIII llllllll IIIIIIIMI 

GTCAAAAGCTCTGAACTATGGTTCACACTATGAGCTACTTGAACTTGTGGATAGCAAGCT 42 0 
TGTGGGATCAAATGTCAAAAATGTGAGTATCGATGCTCTTGTTCAACTGGAGGAACACCT 480 

I INI IMMM I MM 1 1 1 1 1 II II II MINIUM I III MINIM II II MM II 

TGTGGGATCAAATGTCAAAAATGTGAGTATCGATGCTCTTGTTCAACTGGAGGAACACCT 480 
TGAGACTGCCCTCTCCGTGACTAGAGCCAAGAAGACCGAACTCATGTTGAAGCTTGTTGA 54 0 

NIIIINI IIINNNINNNNNNIIIIMIINI llllllll NIIIINII 

TGAGACTGCCCTCTCCGTGACTAGAGCCAAGAAGACCGAACTCATGTTGAAGCTTGTTGA 54 0 
GAATCTTAAAGAAAAGGAGAAAATGCTGAAAGAAGAGAACCAGGTTTTGGCTAGCCAGAT 600 

llllllll NINNINI IIIIIIIIIIIIIIIIIIINIIIIIIIIjlll lllllll 

GAATCTTAAAGAAAAGGAGAAAATGCTGAAAGAAGAGAACCAGGTTTTGGCTAGCCAGAT 600 
GGAGAATAATCATCATGTGGGAGCAGAAGCTGAGATGGAGATGTCACCTGCTGGACAAAT 66 0 

IMMM MMIMMIMM IIIIIIIIIIMIIIIIIIMIIII IIMIIIII 

GGAGAATAATCATCATGTGGGAGCAGAAGCTGAGATGGAGATGTCACCTGCTGGACAAAT 660 
CTCCGACAATCTTCCGGTGACTCTCCCACTACTTAATTAGCCACCTTAAATCGGCGGTTG 72 0 

MM M I I III III I Ml I MM II Mill III I I I II I I MM I III II I I III I II 

CTCCGACAATCTTCCGGTGACTCTCCCACTACTTAATTAGCCACCTTAAATCGGCGGTTG 72 0 
AAATC AAAATC C AAAAC AT AT AT AAT T ATG AAGAAAAAAAAAAT AAGAT ATGT AAT T ATT 780 

lllllllllllllllllllllllllllllllllllllllll MIMMIIIIIININ 

AAAT C AAAATC C AAAAC AT AT AT AATT ATG AAGAAAAAAAAAAT AAGAT ATGT AAT TAT T 78 0 



i J 1 1 1 1 ) 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 j i ] 1 1 1 1 1 1 1 it 1 1 1 



TGTGTGATACTTAAGTAGACGGAACTAAGTCAATACTATCTGTTTTAAGACAAAAGGTTG 900 

I M 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 

TGTGTGATACTTAAGTAGACGGAACTAAGTCAATACTATCTGTTTTAAGACAAAAGGTTG 900 



INIINNI III II IN I II lllllll INI Mill III 
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